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Research Paper

Aspergillosis has a significant health concern for poultry and human, it causes economic losses
in poultry flocks and many pulmonary infections in human. So our study was conducted to
detect the incidence of Aspergillus species in both chicks and farm workers in private poultry
farm in Qena Governorate, Egypt. 29 out of 40 examined laryngeal swaps (72.5%) collected
from chicks and 15 out of 40 sputum samples (37.5%) collected from farm workers were positive
for Aspergillus species. A.flavus, A.fumigatus and A.niger were detected in 60, 10 and 30% of
examined chicks samples, while 12.5, 15 and 30% of examined workers samples were positive
for these species respectively, beside A.ochraceus which was isolated at a low percentage
(5%). aspHS gene was detected in 75 and 33.3% of A.fumigatus strains isolated from chicks
and workers respectively. The sequence of the detected aspHS gene in our isolates was similar
to reference strains registered with Gene bank at the percentages of 100% and 99.4%. The
zoonotic role of this gene during infection was reinforced after the identity was found between
our isolates in the amplified part (isolate No. 2 obtained from chicks and isolate No. 9 obtained
from workers).
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INTRODUCTION
Aspergillosis is a common sapromycotic
zoonotic disease of birds and man and has been
emerged as an important respiratory infection
due to the extensive use of antibiotics and
immuno suppressive agents (Biswas et al.,

2010), it caused by genus Aspergillus, which
involving about 200 species, these species were
environmentally distributed in outdoor and indoor
air (Latgé, 2001). Aspergillus fumigatus is the
prime causative agent of Invasive Aspergillosis
(IA) especially in immunocompromised hosts,
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with a mortality rate higher than 50% followed
by Aspergillus flavus, Aspergillus niger, and
Aspergillus terreus (Oliveira and Caramalho,
2014).

Conidia of genus Aspergillus may persist in
the atmosphere, soil and water for prolonged time
because of the nature of the cell wall which
protects them from several physical and chemical
stresses (Araujo et al., 2006; and Latgé, 2007).
In birds, acute Aspergillosis includes nonspecific
clinical signs as anorexia, lethargy, ruffled
feathers, respiratory signs, polyuria, stunting or
sudden death (Milos et al., 2011).

Inhalation of several hundreds of conidia during
routine daily activities considered the main route
of human infection (Latgé, 2001). Certainly, poultry
farm workers are at high risk of developing
respiratory problems as they are exposed to high
levels of dust containing Aspergillus spores during
handling and processing of contaminated
materials (Sabino et al., 2012). According to the
state of the host immunity system; alveolar
macrophages can detect the inhaled conidia,
engulf and destroy them or severe allergic
reactions associated with systemic disorders
may occur especially in immunocompromised
patients (Brakhage et al., 2010; and Milos et al.,
2011).

Identification of Aspergillus species has
historically been based on traditional diagnostic
methods such as histopathology and culture,
which are still considered the gold standards
because of their simplicity and accessibility.
Indeed, novel serologic and molecular techniques
have been developed to confirm the isolates,
detect the virulence related genes and to obtain
an early diagnosis (Balajee et al., 2009).

Aspergillus fumigatus has certain virulence
factors associated with its structure, capacity for

growth, adaptation to stress conditions,
mechanisms for evading the immune system and
its ability to cause damage to the host. These
factors include abr1, alb1, arp1, aspHS and catA
(Abad et al., 2010).

The aspHS gene attracted our interest as it
is a novel target for the specific detection of
A.fumigatus by PCR and because of its possible
cytotoxic effect and hemolytic activity. So our
study aimed to detect the incidence of
Aspergillus species especially A.fumigatus
through detecting aspHS  as a common
virulence gene during respiratory infection in
poultry and human.

MATERIALS AND METHODS
Study Design and Duration
Samples were collected from poultry and poultry
farm workers in Qena Governorate during the
period from January to June 2016.

Samples Collection
Poultry Samples
Laryngeal swaps were collected from 40 chicks
in private poultry farm in Qena at age of 2-3 weeks
suffered from respiratory distress, dyspnea,
gasping and nasal discharge. Postmortem
examination of dead cases revealed congested
lungs with grayish white nodules and frothy
exudate. Swaps were put in sterile screw-capped
tubes containing 5 ml Sabouraud dextrose broth
and transported to the microbiology laboratory for
mycological examination.

Workers Samples
Forty sputum samples were collected from
workers in the poultry farm (21-40 years old),
showed signs of a cough, chest pain and difficult
breathing. The samples were transported in
screw-capped tubes containing 5 ml Sabouraud
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dextrose broth and transported to the microbiology
laboratory for mycological examination.

Isolation and Identification of Aspergillus
Species
Inoculated test tubes were incubated at 25 °C for
5 days. A loopful from each incubated tube was
plated on the surface of Sabouraud Dextrose Agar
(SDA) containing 0.05 mg of chloramphenicol per
ml by using streaking technique method. The
plates were incubated at 25 °C for 5-7 days
(Forbes et al., 2014). The mold isolates were
identified according to Moubasher (1993), Klich
(2006), Domeish et al. (2007) and Ellis et al.
(2007). The Identif ication depended on
macroscopic identif ication (culture
characteristics; colony color, shape and texture)
and microscopic identification for conidia (conidia
shape, phialide shape and branching pattern).

Extraction of DNA from A.fumigatus
Isolates
Fungal mycelium and spores which obtained
from each sample were cultured in a flask
containing 50 ml potato dextrose broth for 5 days.
The Broth was filtrated, mycelium and spores
were used for DNA extraction by different weights
(3-15 mg). They were broken down by using
Ready Prep Mini-grinders (Bio-Rad) with liquid
nitrogen. Then 500 l of lysis buffer containing 40
g/ml of RNAseA (Fermentas, St. Leon-Rot,
Germany) was added and the mixture was
incubated at room temperature for 10 min. For
DNA purification, 150 l of potassium acetate was
added to the mixture and centrifuged for 5 min at
8,000 g. The supernatant was recovered,
transferred into a clean tube and centrifuged as
before. The DNA was precipitated with 600 l of
ice-cold isopropanol and 300l of ice-cold ethanol
in consecutive steps, followed by centrifugation
at 14,000 g for 15 min and finally reconstituted in

50 l of PCR-grade water (Bioline, London, UK).
DNA concentration and quality were measured
with a Nano Photometer (IMPLEN, Schatzbogen,
Germany) and the extracted DNA was stored at
-80 °C (Liu et al., 2000).

PCR Amplification and Nucleotide
Sequencing
PCR protocol used in this study was performed
according to Dennis Lo et al. (2006) in an MJ Mini
Personal Thermal Cycler (Bio-Rad) in a 25 l
volume containing 3.2 M of each primer (Table
1), 0.2 mM of total dNTP, 2.5 mM of magnesium
chloride, 0.03 U of Taq DNA polymerase (Bioline)
and 1 l of DNA template (10 ng/l). The
amplification conditions used were: an initial
denaturation at 95 °C for 10 min followed by 32
cycles of 95 °C for 1 min, 60 °C for 1 min, and 72
°C for 1 min, and a final step at 72 °C for 10 min.
Amplicons were analyzed by 2.5% agarose gel
electrophoresis with Gel Red Nucleid Acid Stain
(Biotium, Hayward, CA, USA) and visualized
using a U: Genius Gel Imaging System (Syngene,
Cambridge, UK). Samples included DNA of
positive control and negative control. Purified PCR
products were sequenced using a prism Big Dye
terminator V3.1 Kit (applied Bio system Cat. No.
4336917) on DNA automated sequencer (applied
Bio systems). Two isolates (one from chicks and
the other from workers) were analyzed in forward
and reverse directions for sequence of aspHS
gene. Sequence alignment was performed using
multiple alignment algorithms in megalign
(DNASTAR, Window version 3.12e).

Primer Sequence
Target

Site
Amplicon

F-asphs 5-tggtacaaggacggtgacaa-3 168-187

R-asphs 5-gtcccagtggactcttccaa-3 328-347
180-bp

Table 1: aspHS Primer Sequence
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Phylogenetic Analysis
Phylogenetic tree was based on aspHS gene
nucleotides sequence which was performed on
our two A.fumigatus isolates to investigate the
identity of amplified fragment of aspHS gene in
our isolates with A.fumigatus reference strains
registered with Gene bank using MEGA version
2.1 (Kumar et al.,2001).

RESULTS
The incidence of Aspergillosis was calculated in
forty chicks suffered from respiratory disorders.
Aspergillus species were detected in 72.5% (29/
40) of the examined laryngeal swabs inoculated
on SDA media (Figure 1). These cases were
selected on the basis of clinical manifestations
and postmortem findings. On the other hand,
Aspergillus species were isolated at percentage
of 37.5% (15/40) from sputum samples collected
from the farm workers with a case history of
recurrent respiratory manifestations (Figure 1).

Data postulated in Table 2 showed that
A.flavus, A. fumigatus and A. niger were detected
in examined chicks samples at the percentages
of 60, 10 and 30% respectively, while the same
species were detected in workers samples at the

percentages of 12.5, 15 and 30% respectively. A.
ochraceus was detected in 5% of the examined
workers samples only.

In the present study aspHS gene was
amplified in 75% (3/4) of A.fumigatus strains
isolated from chicks samples and 33.3% (2/6) of
A.fumigatus strains isolated from workers
samples (Table 3 and Figure 2).

The result of aspHS gene sequence for our
two A.fumigatus isolates (Table 4) when
compared with gene sequences of reference
isolates registered with Gene bank using the

Figure 1: Incidence of Aspergillus species
in the Examined Chicks and Farm Workers

Samples

72.5%

37.5%

No. of Positive
Samples

%
No. of Positive

Samples
%

      A. flavus 24 60 5 12.5

A. fumigatus 4 10 6 15

     A. niger 12 30 12 30

    A.ochraceus 0 0 2 5

Chicks Samples
(No = 40)

Workers Samples
(No = 40)

Aspergillus spp.

Table 2: Incidence of Aspergillus Species
in Chicks and Farm Workers Samples

No. of A.fumigatus  Isolates Source aspHS gene

A.fumigatus  (1) Chicks +

A.fumigatus (2) Chicks +

A.fumigatus  (3) Chicks -

A.fumigatus  (4) Chicks +

A.fumigatus  (5) Workers -

A.fumigatus (6) Workers +

A.fumigatus  (7) Workers -

A.fumigatus  (8) Workers -

A.fumigatus  (9) Workers +

A.fumigatus  (10) Workers -

Table 3: Occurrence of aspHS gene in
A.fumigatus Strains Isolated from Chicks

and Farm Workers Samples
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Figure 3: Alignment of aspHS Gene of Our A.fumigatus Isolates Compared with Reference
Strains Retrieved from Gene Bank

Figure 2: PCR Amplification Profile Showing the Presence of aspHS Gene of A.fumigatus
Strains Isolated from Chicks and Farm Workers, M: Marker (100 bp Molecular) Lane 1: Positive

Control, Lane 2, 4, 6, 8, 9 Band Size Positive for aspHS Gene 180 bp) and Lane 10: Negative
Control
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Basic Local Alignment Search Tool (BLAST) (http:/
/blast.ncbi.nlm.nih.gov/Blast.cgi) showed that the
identical results were found to be 100% with
A.fumigatus No. D16501 while it showed 99.4%
identity and 0.6% divergence with A.fumigatus No.
XM-743286. Our isolates were shown 100%
identity with each other in the amplified fragment
(180 bp) (Figure 3).

The phylogenetic tree by using nucleotide
sequence confirmed the identity of sequence
alignment results of aspHS in our isolates with
A.fumigatus strain No. D16501 and A.fumigatus
No. XM-743286 and it confirm the identity of our
isolates with each other in amplified fragment
(isolate No. 2 and isolate No. 9) (Table 4 and
Figure 4).

DISCUSSION
In the current study it was observed that
Aspergillus species were detected in 72.5% of
chicks suffering from severe respiratory signs and
a high mortality rate at age 2-3 weeks during the
winter season (Figure 1), lower incidences were
reported by Sajid et al. (2006) and Salem and Ali
(2014), the difference can be accepted due to

several factors as the density of birds,
topographic conditions and other ambient
conditions (Sabino et al., 2012). Similar findings
were recorded by Richard et al. (1991) and
Bhattacharya (2003), who observed similar
clinical signs and mortality rate in infected birds.
Bennett et al. (1988) reported that phagocytes
immaturity and environmental factors may
increase susceptibility of young chicks to
Aspergillus infection. These results agree with
Kunkle and Rimler (1996) who noticed that the
mortalities are more common in winter when
indoor gas levels tend to be highest.

The fungal contamination of poultry farms may
occur through use of a moldy litter, poor quality
feedstuffs or through inappropriate bedding
management (Santos et al.,1996). Also, humidity
and temperature conditions in poultry farms
increased the growth of hyphae and a sexual
multiplication of airborne conidia, which are
subsequently disseminated and inhaled by the
birds. These findings denote the role of poultry in
human Aspergillosis (Latgé, 2001).

From the public health point of view,
Aspergillosis has been incriminated as one
among the most feared opportunistic infections
in human because it is capable of causing several
distinct pulmonary diseases (Krel et al., 2014).
The incidence of Aspergillus species in examined
sputum samples was 37.5% (Figure 1) which
collected from workers with respiratory affections

Isolate Number Sources Accession Number

A.fumigatus No. 2 Chicks MF537632

A.fumigatus No. 9 Farm workers MF537633

Table 4: Accession Number of A.fumigatus
Strains Isolated from Chicks and Farm

Workers

Figure 4: Phylogenetic Tree of the Entire Nucleotide Sequence of aspHS Gene of Our
A.fumigatus Isolates Compared with Reference Strains Retrieved from Gene Bank
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at age of 21-40 years old which is the actual age
of work. Lower incidences were obtained by
Pursell and Paredes (1990) and Shrimali et al.
(2013) who detected Aspergillus species in 4.8%,
29% of the examined sputum samples
respectively. While a higher percentage (44.7%)
were obtained by Al-Malaky et al. (2015). This
discrepancy may be due to the population growth,
extensive use of antimicrobial agents, virulence
of fungi and personal hygiene (Schraufnagel,
2009).

In the present study, several Aspergillus
species such as A.flavus, A.fumigatus and
A.niger were isolated from infected chicks and
worker samples (Table 2). Several authors found
that these species are the most causative agents
in the pulmonary infections (Njunda et al., 2012;
Barberan et al., 2012; Shrimali et al., 2013; Zaki
et al., 2016; and Sajid et al., 2006). Although
A.fumigatus wasn’t isolated by a higher incidence
than the other species in this study but it
considered a highly pathogenic species and a
main etiological agent of Aspergillosis due to the
smaller size of A.fumigatus spores than those of
other Aspergillus species, so it can easily be
inhaled, also A.fumigatus produces different
virulence factors such as haemolysins,
proteolytic enzymes and different toxins and these
explain the high mortalities associated with
invasive Aspergillosis (Akan et al., 2002;
Summerbell, 2003; Chamilos et al., 2006;
Khosravi et al., 2008; and del Palacio et al., 2008).

According to many investigators who showed
the important role of Aspergillus section Fumigatie
especially A.fumigatus in Aspergillosis, aspHS
gene was selected in this study as a specific
target for detection of A.fumigatus during infection.
This virulence gene encodes a haemolysin, which
is over expressed in vivo during infection and

confirmed the pathogenic role of A.fumigatus in
Aspergillosis (DE-Cerio et al., 2013).

PCR results revealed that aspHS gene was
detected in A.fumigatus strains isolated from
chicks and farm workers (Table 3) and the
sequence alignment of aspHS gene in our
isolates has a high similarity with A.fumigatus
strains registered with gene bank, these results
were similar to DE-Cerio et al. (2013) who
detected aspHS genes in most of A.fumigatus
strains isolated from infected individuals and
found that their isolates have identity with
A.fumigatus reference strains registered with
gene bank.

Our isolates showed 100% identity with each
other in amplified fragment of aspHSgene. This
similarity may be due to the collection of samples
from the same environment (poultry farm), at the
same time and the hosts are highly contacted to
each other. These results were in line with Dhama
et al. (2012) who found that birds, as well as people
who work with them get affected after inhaling
these spores in contaminated feed or litter.

CONCLUSION
From our study, it can be concluded that poultry
and human can share Aspergillus infection.
Presence of Aspegillus species in poultry farms
causes great problem among occupations, so
we recommend with taking special precautions
as wearing gloves and masks during handling of
birds, avoidance of damp litter and dust by
adequate ventilation in poultry farms and moldy
feed shouldn’t be given to birds; all these may
decrease the occurrence of infection. In case of
Aspergillus infection, we should perform a rapid
molecular diagnosis, treatment of infected cases
and hygienic condemnation of dead chicks to
decrease spreading of infection.



8

This article can be downloaded from http://www.ijasvm.com/currentissue.php

Int. J. Agric.Sc & Vet.Med. 2017 Asmaa G Mubarak and Hams M A Mohamed, 2017

REFERENCES
1. Abad A, Fernandez-Molina J V, Bikandi J,

Ramýrez A, Margareto J, Sendino J,
Hernando F L, Ponton J, Garaizar J and
Rementeria A (2010), “What Makes
Aspergillus fumigatus a Successful
Pathogen? Genes and Molecules Involved
in Invasive Aspergillosis”, Rev Iberoam
Micol., Vol. 27, pp. 155-182.

2. Akan M, Hazroglu R, Ilhan Z, Sareyyupo B
and Tunca R (2002), “A Case of Aspergillosis
in a Broiler Breeder Flock”, Avian Dis.,
Vol. 46, pp. 497-501.

3. Al-Malaky K A, Al-Charrakh A H and Imran Z
K (2015), “Diagnostic Aspergillosis in the
Sputum of Patients with Pulmonary
Complains and Antifungals Susceptibility of
Triazoles and Caspofungin Using E-Test”,
I.J.Med.SCI., Vol. 2, pp. 1448-1455.

4. Araujo R, Gonçalves-Rodrigues A and Pina-
Vaz C (2006), “Susceptibility Pattern Among
Pathogenic Species of Aspergillus to
Physical and Chemical Treatments”, Med.
Mycol., Vol. 44, pp. 439-443.

5. Balajee S A, Kano R, Baddley J W, Moser S
A, Marr K A, Alexander B D, Andes D,
Kontoyiannis D P, Perrone G, Peterson S,
Brandt M E, Pappas P G and Chiller T (2009),
“Molecular Identification of Aspergillus
Species Collected for the Transplant-
Associated Infection Surveillance
Network”, J. Clin. Microbiol., Vol. 47,
pp. 3138-3141.

6. Barberan J, Alcazar B, Malmierca E, Garcia
D L, Dorca J, Del C D, Villena V, Hernandez-
Febles M, Garcia-Perez F J, Granizo J J,
Israel D A, Salama N, Arnold C N, Moss S F,

Ando T, Wirth H P, Tham K T, Camorlinga M,
Blaser M J, Falkow S and Peek R M (2012),
“Repeated Aspergillus Isolation in
Respiratory Samples from Non-Immuno
Compromised Patients Not Selected Based
on Clinical Diagnoses: Colonization or
Infection”, BMC Infect Dis., Vol. 12, p. 295.

7. Bennett J E, Bassche H V, Mackenizie D W
and Cauwenbergh G (Eds.) (1988), “Role of
the Phagocyte in Host Defense Against
Aspergillosis”, in Aspergillus and
Aspergillosis, pp. 115-119, Plenum Press,
New York.

8. Bhattacharya A (2003), “Aspergillus
fumigatus Infection in Khaki Campbell Ducks
in an Organized Duck Farm in Tripura”,
Indian Vet. J., Vol. 80, pp. 1178-1179.

9. Biswas D, Agarwal S, Sindhwani G, Rawat
J (2010), “Fungal Colonization in Patients
with Chronic Respiratory Diseases from
Himalayan Region of India”‚ Annals Clin.
Microbiol. Antimicrobial., Vol. 9, pp. 1-7.

10. Brakhage A A, Bruns S, Thywissen A, Zipfel
P F and Behnsen J (2010), “Interaction of
Phagocytes with Filamentous Fungi”, Curr.
Opin. Microbiol., Vol. 13, pp. 409-415.

11. Chamilos G, Luna M and Lewis R E (2006),
“Invasive Fungal Infections in Patients with
Hematologic Malignancies in a Tertiary Care
Cancer Center: An Autopsy Study Over a 15-
Year Period (1989-2003)”, Haematologica.,
Vol. 91, pp. 986-989.

12. DE-Cerio D A, Jimena V, Garcia R A, Sendino
J, Hernando L F, Javier Pema N, Garaizar J
and Rementeria A (2013), “The aspHS gene
as a New Target for Detecting Aspergillus
fumigatus During Infections by Quantitative



9

This article can be downloaded from http://www.ijasvm.com/currentissue.php

Int. J. Agric.Sc & Vet.Med. 2017 Asmaa G Mubarak and Hams M A Mohamed, 2017

Real-Time PCR”, Med. Mycol., Vol. 51,
pp. 545-554.

13. del Palacio A, Cuétara M S and Alhambra A
(Eds.) (2008), “Detección de antígenos
[Antigen Detection]”, (ELISA: Platelia
Aspergillus) Aspergilosis Invasora [Invasive
Aspergillosis], 2nd Edition, pp. 87-101, Bilbao,
RevistaIberoamericana de Micologia., Spain.

14. Dennis Lo Y M, Chiu R W K and Allen Chan
K C (Eds.) (2006), “Setting Up a Polymerase
Chain Reaction Laboratory”, in: Clinical
Applications of PCR, 2nd Edition, pp. 11-18,
Humana Press, New Jersey.

15. Dhama K R, Barathidasan R, Tiwari R and
Singh S D (2012), “Aspergillosis: An
Important Fungal Disease of Poultry and
Other Birds”, Poult. World, Vol. 9, pp. 7-9.

16. Domeish K H, Gams W and Anderson T
(Eds.) (2007), Compenidum of Soil Fungi,
2nd Edition, p. 276, IHW, Verlag, Eching,
Germany.

17. Ellis D, Davis S, Alexiou H, Eke R and Bartley
R (2007), “Description of Medical Fungi”, Sc.
Ed., Vol. 183, Elsevier, 1998.

18. Forbes B A, Sahm F D, Weissfeld A S and
Trevino E A (Eds.) (2014), Mycology:
Laboratory Methods in Basic Mycology,
BAILEY & SCOTT’S Diagnostic
Microbiology, 13th Edition, pp. 628-716,
Elsevier Inc., USA.

19. Khosravi A, Shokri R, Ziglari T, Naeini A R,
Mousavi Z and Hashemi H (2008), “Outbreak
of Severe Disseminated Aspergillosis in Aflock
of Ostrich”, Mycoses, Vol. 51, pp. 557-559.

20. Klish A M (2006), “Identification of Clinically
aspergilla”, Medical Micro-Biology., Vol. 72,
pp. 127-131.

21. Krel M, Petraitis V, Petraitiene R, Jain M R,
Zhao Y, Li H, Walsh T J and Perlin D S (2014),
“Host Biomarkers of Invasive Pulmonary
Aspergillosis to Monitor Therapeutic
Response”, Antimicrob. Agents Chemother.,
Vol. 58, pp. 3373-3378.

22. Kumar S, Tamura K, Jakobsen I B and
Masatoshi N (2001), “MEGA2: Molecular
Evolutionary Genetics Analysis Soft Ware”,
Bioinformatics, Vol. 17, pp. 1244-1245.

23. Kunkle R A and Rimler R B (1996), “Pathology
of Acute Aspergillosis in Turkeys”, Avian Dis.,
Vol. 40, pp. 875-886.

24. Latgé J P (2001), “The Pathobiology of
Aspergillus fumigatus”, Trends Microbiol.,
Vol. 9, pp. 382-389.

25. Latgé J P (2007), “The Cell Wall: A
Carbohydrate Armour for the Fungal Cell”,
Mol. Microbiol., Vol. 66, pp. 279-290.

26. Liu D, Coloe S, Baird R and Pederson J (2000),
“Rapid Mini-Preparation of Fungal DNA for
PCR”, J. Clin. Microbiol., Vol. 38, p. 471.

27. Milos C, Kapetanov V and Dubravka V (2011),
“Investigation of Dissemination of
Aspergillosis in Poultry and Possible Control
Measures”, Proc. Nat. Sci, Matica Srpska
Novi Sad, Vol. 120, pp. 267-276.

28. Moubasher A H (1993), “Soil Fungi in Qatar
and Other Arab Countries”, p. 566, The
Scientific and Applied Research Center,
University of Qatar.

29. Njunda A L, Ewang A A, Kamga L H F, Nsagha
D S, Assob J C N, Ndah D A and Kwenti T E
(2012), “Respiratory Tract Aspergillosis in the
Sputum of Patients Suspected of
Tuberculosis in Fako Division-Cameroon”,
J. Microbiol. Research, Vol. 2, pp. 68-72.



1 0

This article can be downloaded from http://www.ijasvm.com/currentissue.php

Int. J. Agric.Sc & Vet.Med. 2017 Asmaa G Mubarak and Hams M A Mohamed, 2017

30. Oliveira M and Caramalho R (2014),
“Aspergillus fumigatus: A Mere Bioaerosol or
a Powerful Biohazard?”, Nova Acta Científica
Compostelana (Bioloxía), Vol. 21, pp. 57-64.

31. Pursell K J and Paredes J (1990), “The
Incidence of Colonization and Invasive
Disease in a Population of AIDS Patients”,
International Conference AIDS, Vol. 6, p. 237.

32. Richard J L, Calenk B W, Barnes H J, Beard
C W, Reid W M and Yoder H W Y (Eds.)
(1991), Aspergillosis in: Disease of Poultry,
9thEdition, pp. 326-334, Iowa State University
Press, Ames, Iowa.

33. Sabino R, Faisca V M, Carolino E, Verissimo
C and Viegas C (2012), “Occupational
Exposure to Aspergillus by Swine and Poultry
Farm Workers in Portugal”, Toxicol. Environ.
Health, Vol. 75, pp. 1381-1391.

34. Sajid M A, Khan I A and Rauf U (2006),
“Aspergillus fumigatus in Commercial Poultry
Flocks, a Serious Threat to Poultry Industry in
Pakistan”, J. Anim. Pl. Sci., Vol. 16, pp. 3-4.

35. Salem L M A and Ali A (2014),
“Epidemiological Study of Aspergillosis in
Chickens and Human Contacts in Chicken

Farms at Kalyoubia Governorate”, IOSR J.
Agricultural and Vet. Sci., Vol. 7, pp. 20-24.

36. Santos R M D B, Firmino A A P, deSá C M
and Felix C R (1996), “Keratinolytic Activity
of Aspergillus fumigates fresenius”, Current
Microbiology, Vol. 33, pp. 364-370.

37. Schraufnagel D E (Eds.) (2009), Fungal
Lung Diseases, Chapter 9, pp. 89-97.

38. Shrimali G P, Bhatt J K, Rajat R, Parmar R
V, Nayak S and Chandralekha D (2013),
“Isolation of Aspergillus Species from
Sputum Samples: A Study Conducted in a
Tertiary Care Hospital, Ahmedabad”,
National Journal of Medical Research,
Vol. 3, pp. 289-291.

39. Summerbell R (Eds.) (2003), “Pathogenic
Fungi in Humans and Animals”, in Howard
D H (Ed.), Ascomycetes: Aspergillus,
Fusarium, Sporothrix, Piedraia and Their
Relatives, 2nd Edition, pp. 237-498, Marcel
Decker, New York.

40. Zaki M S, Mostafa S O and Rabie N S (2016),
“Aspergillosis in Chickens and Human
Contacts”, Scholars Research Library Der
Pharmacia Lettre., Vol. 8, pp. 216-220.




